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C3:
Collaborative CrystallisationCentre
Diamonds are a girls best friend



What is a protein?
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Interesting

Less interesting

Very interesting

Very interesting



What is an x-ray?
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What is a protein crystal?
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What is protein crystallisation?
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Time
(days-months)



Oh, so what now?
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The Model:
Design and Validation
! ƳƻŘŜƭ ƛǎ ƴŜǾŜǊ ōŜǘǘŜǊ ǘƘŀƴ ƛǘΩǎ Řŀǘŀ



Data
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http:// bit.ly/c3data



Current Model Architecture
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ResNeXt



Proposed Model Architecture
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https:// marco.ccr.buffalo.edu

https:// github.com/tensorflow/models/tree/master/research/marco



Implementation Strategy
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Precision Recall Accuracy

MARCO 0.78 0.87 0.90

DeepCrystal 0.49 0.45 0.74

3 months of data -> 37k images, 10k crystals


